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Supplementary Figure 7: Lineage markers are equivalently expressed in uninfected KTLS cells 
transduced with control or dnXSu(H) retroviruses 
Freshly purified WT KTLS cells were infected with either dnXSu(H) or control retroviruses. After 48 h 
infection, cells were analyzed by flow cytometry for expression of GFP and lineage markers. Uninfected 
(GFP–) cells are shown (see Fig. 3a for analysis of the GFP+ population). Results are representative of 
four independent experiments. 




